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PCR 1,000 ~ /¥ 78 | 7 % 16 g i 3 25 F]1(PSS gene)
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PEDV 600 #/sample| & 48>20 i - % 9547 & ; #k4>40 B> 3 947k & -
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TR PRA (% pz:1000 =/ | & F]:E 78 : PRRSV ORF5 ~ PRRSV (partial) nsp2 ~ PCV2
& 1) ORF2 -~ PEDV S protein (4 £ > i 12 ¥ 34)
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